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Abstract: Esophageal squamous cell carcinoma is a common malignancy in the Asia—Pacific region, especially in
China, where the morbidity remains high in spite of the improved overall survival due to advances in medical technology.
Immunotherapy becomes a hot spot in recent tumor research when it has provided significant survival benefits in patients
with advanced malignant tumors, such as lung cancer, breast cancer, colon cancer, etc. In esophageal squamous cell car-
cinoma, immunotherapy promotes survival benefit as well. However, because of the complex and changeable biological
functions and gene expression regulation of malignant tumors, the conclusions based on a single—omics analysis are often
incomprehensive. Currently, most of the immune-related studies on esophageal squamous cell carcinoma are still confined
to a single—omics study like genomics, with limitations and one-sidedness. Since multi~omics analysis helps us better un-
derstand tumors from a wider and deeper perspective, this review explores and summarizes immune-related features of
esophageal squamous cell carcinoma from a multi—omics perspective.
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