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Far Upstream Element-Binding Protein 1 (Fubpl) Expression in Tongue Carcinoma and
Its Relationship with the Clinicopathological Parameters and Prognosis

CHEN Yang, LIU Jia-meng, FENG Chong—jin
(Department of Stomatology , The First Affiliated Hospital of Sun Yat—sen University , Guangzhou 510080, China)
Corresponding to: FENG Chong—jin, E-mail : drfcj@aliyun.com

Abstract: [ Objective ] To investigate the far—upstream element (FUSE) binding protein 1 (FUBP1) expression in
tongue squamous cell carcinoma (TSCC) and its adjacent normal tissues, to explore the role of FUBP1 in the initiation
and development of TSCC and its clinical significance. [ Methods JFUBP1 expression in TSCC tissues and its adjacent nor-
mal tissues was detected by immunohistochemistry, gRT-PCR and Western blot respectively. Statistical analysis was used
to analyze the relationship between FUBP1 expression and clinical pathological parameters and prognosis. [Results]
FUBP1 expression in TSCC tissues was higher than that in the corresponding adjacent normal tissues (P<0.05) ; FUBP1
expression in TSCC tissues was higher in patients of advanced stage and with cervical lymph node metastasis (P<0.001) ;
The S5—year survival rate of FUBP1 over expression group was lower than that of FUBP1 low expression group (P=0.035) ;
FUBPI may be an independent predictor in patients with TSCC. [ Conclusion] The high expression of FUBP1 in TSCC
tissues is associated with poor prognosis in patients with TSCC, therefore, high expression of FUBP1 may promote the
formation and development of TSCC, and become a index for prognosis in TSCC patients.
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Both the percentage of FUBP1 expression levels in TSCC
and adjacent non—tumorous tissues, and that in early and late
TSCC patients, P<0.001.
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Fig.1 Comparison of FUBP1 expression levels in TSCC

tumor tissues and adjacent non—tumorous tissues
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T: tongue squamous cell carcinoma tissue; N: adjacent normal tissue; DAB staining, Magnification: X200 or X400; The posi-

tive expression of FUBP1 is mainly express in the nucleus of TSCC as brown and tan particles.
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Fig.2 Representative immunohistochemical staining of FUBP1 in TSCC tumor tissues and adjacent non—tumorous tissues
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Fig.3 Comparison of FUBP1 mRNA expression levels in

TSCC tumor tissues and adjacent non—tumorous tissues
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A': Western blot analysis of FUBP1 protein expression in
TSCC. B: FUBPI protein levels in TSCC tumor tissues are sig-
nificantly higher than that in adjacent non—tumorous tissues.

4 FUBP17E TSCC HAFMMBIEEEE AR PR
BRIEKF
Fig.4 The protein expression levels of FUBP1 in TSCC

tumor tissues and adjacent non—tumorous tissues
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Table 1 Relationship between the expression of FUBP1 054 +
and the clinicopathological parameters of TSCC patients ' 77| FUBPI negative
[n(%)] E().G- biv s
. . ; FUBPI positive
FUBP1 ]
Variable n Sl X P 5 047
Low High
Gender 0.2
Male 53 18(34.0) 35(66.0)
0.143  0.705 0.0
Female 37 14(37.8) 23(622) 01 , ‘ ‘ , , ‘
Agelyear 0 10 20 30 40 50 60
S/months
<60 56 20(35.7) 36(643) oot
60 34 12(353) 22(64.7) 0.002  0.968 Patients with low expression of FUBP1 have longer OS
Smoking history than those with high expression of FUBP1(P=0.035)
Yes 26 10(385) 16(615) Bs5 HEEEEFUBPLRIZNERESE
No 64 22(34.4) 42(65.6) 0.135 0.714 Fig.5 Relationship between the expression of FUBP1 and
Size/em the survival time of the TSCC patients
T, 29 16(55.2) 13(44.8)
T, 39 11(28.2) 28(71.8) S5 @A
T, 16 5(31.3) 11(688) ' HEF FUSE 1945 Fh 38 A (0 HUZ: c—mye £ ) 19 5%
T 6  000.0) 6(100.0) SEFNBE N (4 % &, LAk FUBPL A 1T 5 TFIT, FIR
Differentiation THEAEM, S8 c-myc JEHJH 3T RNA K45
Poor 13 2(154) 11(84.6) it 1 e, 4] c—mye (9223504 R4 5545
Moderate 36 10E27.8; 26E72.2; 5.896 0.073 Hj ,éﬂﬂﬂ@%@]”ﬁﬁﬂ?ﬁi]ﬁ ,*%ﬁ@ﬁ%@ﬁ@ﬁﬁﬂ
Well 41 20(48.8) 21(51.2 — .
. ‘ Mg FEAIE FUBPL % i, il c—mye S ) 85 A9 %
stage ELYE [16]
> | c— A I
Nis 40 6(15.0) 34(85.0) bt b ’Mﬁﬁﬁ?ﬁﬂc mye Eﬁﬁ{ﬂ/ﬁﬁq ° FU]?FI
TNM stage E"J%/l\ﬁgﬁ'%,E%K@E@Wﬁﬁjﬁﬁﬁﬁﬁﬁ%@%ﬁ
-1 0 B(75) 1425 PN A2 B A FUBPL A RRBR 5 M B 457, sl ot [k
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Table 2 The results of Cox proportional hazards regression analysis on the prognosis of TSCC patients

Prognostic factors Univariate Multivariate
HR P HR 95%Cl P

Gender(Male vs Female ) 2.102 0.937~4.289 0.073

Agelyears (=60 vs <60) 1.006 0.856~1.256 0.956

Smoking history ( Yes vs No) 0.823 0.328~2.241 0.961

Size/cm (T,~T vs Ts~T,) 2.128 1.264~5.645 0.045

Differentiation ( Poor vs Well vs Moderate ) 0.796 0.436~1.526 0.451

N stage(No vs Nis) 8.596 3.367~21.689 <0.001 3.645 1.386~8.127 0.021
TNM stage (II~IV vs T ~1I) 19.648 3.694~60.561 <0.001 5.346 1.286~35.316 0.006
FUBP1 (high vs low) 6.641 1.653~25.941 0.034 5.325 1.264~18.385 0.031
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