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Abstract: [Objective] To investigate the expression of eukaryotic translation initiation factor 5A2 (EIF5A2) and its clinical
significance in esophageal squamous cell carcinoma (ESCC). [Methods] Immunohistochemistry was used to detect the expression of
EIF5A2 protein in 135 cases of esophageal squamous cell carcinoma, and analyzed the correlation between the expression of EIF5A2
protein and clinicopathological parameters, and its prognosis value. [ Results] Immunohistochemical analysis showed that 68 cases
were overexpressed in 135 cases of ESCC. Pearson’s chi—square test indicated that the expression of EIFSA2 in ESCC was significantly
correlated with T stage (P = 0.006) , lymph node metastasis (P = 0.031) and clinic stage (P = 0.026). The Cox proportional hazard
model analysis showed that EIFSA2 was an independent prognostic risk factor for ESCC patients. Kaplan—Meier analysis showed that
the median survival time of patients with the low expression was 72.5 months, which was significantly higher than that of patients with
the high expression, the median survival time of it are 51.7 months (P < 0.05). [ Conclusion] The overexpression of EIFSA2 may
contribute to the development and progression of ESCC and EIF5A2 could be a novel potential prognostic marker for ESCC.
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Fig.1 Expression of EIFSA2 protein in esophageal

squamous cell carcinoma
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Table 1 Correlation between EIFSA2 protein expression
and clinicopathological parameters in 135 patients with

esophageal squamous cell carcinoma
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Table 2 Analysis of EIF5A2 protein expression and
clinicopathological parameters in the prognosis of 135

patients with esophageal squamous cell carcinoma

. EIF5A2 protein
Variables pY
cases High expression Low expression
Agelyears 0.939
<607 75 38 37
>60 60 30 30
Sex 0.177
Male 109 58 51
Female 26 10 16
Tumor size/cm 0.545
<3957 85 43 42
>3.95 50 25 25
pT 0.006
T1+T2 24 6 18
T3+T4 111 62 49
pN 0.031
NO 11 2 9
N1 124 66 58
pM 0.185
MO 79 36 43
M1 56 32 24
Stage 0.026
I+1 14 3 11
M+1v 121 65 56

No.of Median
Variables
cases survival/months
Agelyears
< 60 75 58.2
0.905
> 60 60 60.2
Sex
Male 109 58.3
0.458
Female 26 66.5
Tumor size/cm
<3095 85 52.9
0.000
>3.95 50 26.8
pT
T1+T2 24 62.3
0.032
T3+T4 111 30.3
pN
NO 11 102.1
0.012
N1 124 58.1
pM
MO 79 72.5
0.000
M1 56 42.8
Stage
IT+10 14 84.8 0.043
m+Iv 121 58.2 '
EIF5A2 expression
High expression 68 51.7
0.002
Low expression 67 72.5

1) Chi-square test;2) Mean age; 3) Mean size
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Table 3 Multivariate cox regression analysis identify

prognostic factors for ESCC patients

Variables Hazards ratio 95% CI P

pT 0.007
T3+T4 vs. T1+T2 2.609 1.307-5.207

pN 0.252
N1 vs. NO 2.053 0.599-7.035

pM 0.001
M1 vs. MO 2.677 1.492-4.802

EIF5A2 expression 0.001
High vs. Low 1.714 0.860-3.416

CI: confidence interval
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Fig.2 Kaplan—Meier survival analysis shows the
significance of EIF5SA2 protein expression in the
prognosis of ESCC patients
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