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Screening and Validating MicroRNA Associated with Early Recurrence after Radical Surgery
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Abstract;  [Objective] To select effectiveness of microRNAs and correlated with early recurrence after radical surgery in liver
cancer by microRNA profiling, which analyzing verified the results by tissue samples on the basis. [Methods] 10 HCC cases with
radical surgery were divided into 2 group: early recurrence group and non—early recurrence group, according to postoperative
recurrence in primary hepatocellular carcinoma. MicroRNA profiling study were performed to obtain some different and significant
microRNAs. According to literature, mir—144 and mir-502-3p were used to detect HCC recurrence by real-time PCR with 82 HCC
cases, and target genes were predicted using bioinformatics. [ Results] Expression of 7 miRNAs were different and significant in the
HCC with early recurrence group. Comparing with non—early recurrrence group, 4 miRNAs were up—regulated in early recurrence
group. However, 3 miRNAs were down-regulated. The result of mir—144 and mir-502-3p expression by real —time PCR was
uniformity to microarray. Rbl might be a potential target gene of mir—144; SET might be a potential target gene of mir—502-3p.
[ Conclusions] Mir—144, mir—451, mir-486-5p, mir-602, mir-551b, mir-96, and mir—502-3p were correlated with early
recurrence after radical surgery in primary hepatocellular carcinoma with analyzing and screening of microRNA profile by microarray.
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Table 1 Comparison of clinical variables of early recurrence group and none-early recurrence group (n=82)
Clinical Variables EN nEN X/t value P value
Gender
male 45 26 0.325
female 5 6
Age(years) 47.880 = 13.816 51.438 + 12.474 -1.18 0.241
HBsAg + 42 26 0.104 0.747
- 8 6
Child-pugh calss
38 23 0.174 0.676
B 12 9
Cirrhosis
yes 46 23 5.924 0.015
no 14 9
Tumor Size
<5cm 16 23 12.439 0.000
=5cm 34 9
Tumor No.
single 41 23 2.319 0.128
multiple 9 9
Edmonson Grade
-1 38 13 10.385 0.001
m-v 12 19
Microvascular Invasion
yes 13 2 0.038
no 37 30
Portal Vei Invasion
yes 7 0 0.039
no 43 32

Student ¢ test ; EN ; early recurrence group ; nEN : none—early recurrence group.

miRNAR #6225 R

SRR, TR A G W RS R A
SRR RAh, 2R 2438 LR 7 4>
FIRIK- AT i 25 25 509 miRNAs (& 1), AHXF
FEREME LA, R IERAA 4 1 microRNAs 3
ik BV (52 2); 4 3 1 microRNAs ik T i (£
3),
2.3 miR-144 #1 miR-502-3p FEAFE AL H 18
Xt FRIEKFE

iz Ffl Real —timePCR £l mir—144 mir-502 -
3p 7E 82 Bl L i Rk K-, SR s M
XHER IR R, RN KA mir-144 75

th A 6.944 5, TERE A SRR KA
T mir—144 [ FH TR IR B I EUE 70 1) 2 (43.893 +
107.890) A1(6.321 + 6.845) , H W4 i 22 HAE G
TR (P =0.018) ; H W& &4 mir-502-3p
e T 2R IA TN 0.253 £, ERWE LA S5k
KL % 20 T mir—502-3p AH X 3% 1K 1 19 5008 2>
2 (6.702 + 9.775) F1(26.467 + 39.613) , H. ¥ 41
W 2R A2 X (P=0.009),
2.4 miR-144 #1 miR-502-3p #ME F gy
BTATE IR 1 3 A miRNA 3 P 3 0
A% (TargetScan , PicTar, miRNAbase) , 7 Jl] miR -
144 FIROIEDR ) KRB Rb1 76 H: 3 FhERaF p 24w



55 4 1 XA 5%, 4. AR AR PR A E DI SE microRNA. (977 16 S i H] 497

12 9 27 173 54 36 109 163 107 164

hsa-miR-551b
hsa-miR-96

hsa-miR-302-3p
hsa-miR-602
hsa-miR-451
hsa-miR-144

hsa-miR-486-5p

DD 7 mirs colorbar gif

B 1 BFE+H miRNA Z2RE.FHELA VS ERHE
b2
Fig.1 Differential expression of early recurrence group

and none—early recurrence group in HCC
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Table 2 miRNAs up-regulated in early recurrence

8 group
miRNA Fold—change(EN/nEN) P value
miRNA-144 5.28 0.0108
miR-451 3.73 0.0134
miR-486-5p 2.50 0.0163
miR-602 2.29 0.0432

EN : early recurrence group ; nEN : none—early recurrence group.

*3 BEHEXRHADRFRIETIHR miRNAs
Table 3 miRNAs down-regulated in early

recurrence group

miRNA Fold—change (EN/nEN) P value
miR-551b 0.21 0.0463
miR-93 0.12 0.0406
miR-502-3p 0.042 0.0422

EN : early recurrence group ; nEN : none—early recurrence group.
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