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Influence of Silencing Pokemon Gene with siRNA on Radiation Sensitivity of CNE-2 Cell
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Abstract: [Objective] To investigate the effect of pokemon gene knockdown on radiation sensitivity of nasopharyngeal carcinoma
cell (CNE-2). [Methods] Three siRNA sequences were designed through siRNA prediction software, and the best siRNA was
screened by detecting the expression of Pokemon with RT-PCR and Western blotting. After the siRNA was transfected to CNE-2 cells,
the p53 expression was investigated, and the cell proliferation was detected by MTT, and the apoptosis was detected by flow
cytometry, and the radiosensitization ratio was detected by clone formation.  [Results] The best siRNA was successfully screened.
siRNA transfecting could decrease Pokemon expression, enhance p53 expression, reduce the cell proliferation, accelerate apoptosis,
and augment the radiosensitization. [ Conclusion] ~ Knockdown of pokemon could increase radiosensitization of nasopharyngeal
carcinoma cell (CNE-2), which supplied a new idea of the nasopharyngeal carcinoma radiotherapy.
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Fig.3 Increase activity of cell after transfection
1: control; 2 Si-h—-ZBTB7A_002; 3: pcDNA-p53. n = 3.
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200/ 4 ) FE AP T 6 FLAR, 10 ~ 14 d JE 45
ULt B BB T K I 40 e v R %k, Si-h -
ZBTB7A_002 21 (54.00 = 2.65) .pcDNA —p53 4
(40.33 = 1.53) 4 U2 Bl i1 A v B 4 b 3 /0 T X6
HAZH (83.33 +2.08) (P < 0.001 ), i pcDNA-p53
A TR UL DT Si—-h—ZBTB7A_002 4.,
2.4 Transwell T L6

[) X B 2H 4f Mg A Ee, Bl A 12 h J5 Si-h-
ZBTB7A_002 21 (45.00 = 1.00) ,pcDNA —p53 4
(33.00 + 2.64 ) 4 i 25 75 55 o1 i 1) 4 M e o) Bt 2
(82.67 + 1.53) B & &/ (P < 0.001), pcDNA-p53
2H oF 3 kTR A A0 B A I D T Si-h -
ZBTB7A_002 4 .
2.5 EEEXHAME TR

A A AR A A A R T 1B B, 255
R &Y Si—h-ZBTB7A_002 J5 & pecDNA-p53
Jo o, L AR R T N IR B B (P <
0.05), 1M pcDNA—p53 ZH X 41 i 78 7= 0 52 0 %58 Si—
h-ZBTB7A_002 43 MIA & (P < 0.05) (&l 4),
2.6 HESSE TR A SRR E RO R

Si-h-ZBTB7A_002 2 .pcDNA-p53 41 J %5 [
XTREZH ) CNE-2 4 Mi4% 32 0 ~ 10 Gy 1Y X 26
SF, HigR 14 d JE R WOR/ANRSER A v b, 28
GraphPad Prism 4.0 ZHULG 40 MEAATG th 4 (&
5) (2 X% BAk bR R ), Si—h -ZBTB7A_002 41 .
pcDNA —p53 ZH () Dq {8 43 % iy 1.989 + 0.017,
2.309 + 0.477; D0 fH 45374 2.363 + 0.047 ,2.773 =
0.031, Si-h-ZBTB7A_002 21 #1 pcDNA-p53 ZH 19
B L SER (E 4300 1.25 116, 278 Si-h-
ZBTB7A_002 4 1 pcDNA —p53 #H ¥ fiE fi% 14 fn
CNE -2 2 Jf0 (%) 730 59 50Ok AH LT 7, Si-h -
ZBTB7A_002 ZHACH s Jin g &
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ARF (%% 5ok R SUREME], 384 Pokemon T —
ARF | >MDM2 1T —p53 | — I & A2 X — BUiE st
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T 25 A A Pokemon FE KL 77 1E 75 234 L PS3 A
A Pokemon & [H AR FE A, 4L 211 DNA 5%
NP FERT, 252 DNA B ; IR B = M,
P53 423 shan i At T # 5
Y 0-RIRWY R P53 FER S A MR 41 i 5 g a8
o i 200 L %) A A 1T e A P O T
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Bl e L WAL RE (CNE=2) 201, W8 45 JHCXoF 400 e s 7 4
JEME 2 S5 5 B - AR pcDNA-pS3 417F P53
FEIR A 223K | S A R B 3 5 B R T Y 5 e 34 A
Pokemon siRNA Z5C 5 5 i BF i, | {E HE X B 0k 9z 40 g
R TS RS AN K e A B, HE D PR A R 2
Pokemon & K 218 £ 5 56 IR 9 b 3 56 [ , Al HE
HAEHLERBR T ARF-PS3 41, i 4 i 1 HoAlh %
R B HOmAEH . Maeda 55 (5 MRY RIS R
pokemon A 4% BT 4 ] BEE A Xof H A 22 H BT
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1524% (epigenetic ) N FE i & #4E H 5 1L 4h , POZ/BTB
5 1A H (domain containing proteins) F15
cullin #1214 E3 #E 1 (cullin—based E3 ligases)
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$ZH pokemon & 1 Al LA H POZ/BTB ¥ 1 7]
PRSI AR R IEAMERT, T ELAT DL AR
DNA A F51, 5351, A W52, Pokemon 1]
L 3T survivint® 38 7 A2 K R 07) Bel-208) H-
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