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Abstract; [Objective] To apply an acetonitrile-pretreatment method for proteomic analysis of serum of patient with hepatocellular
carcinoma (HCC), searching for the proteins that might be related to occurrence and development of HCC. [Methods] Serum
samples were recruited from 12 patients with primary HCC and 12 health adult. Firstly, the sera were pretreated with acetonitrile
(ACN), and the high-abundance proteins were removed, then two-dimensional electrophoresis (2-DE) was performed to screen
the differentially expressed proteins between the patient with HCC and health control. Finally, the differentially expressed proteins
in the 2-DE gel were identified by a MALDI-TOF/TOF mass spectrometry. [ Results] After the sera were pretreated with 0%, 20%
and 30% ACN, 2-DE analysis showed that the number of the protein spots in the gels were 532 + 96, 623 = 102, and 674 + 123,
respectively. By the proteomic analysis of the ACN-pretreatment sera of patient with HCC and health control, we found that
tetraiodo-L-thyronine and proapolipoproteinin were up-regulated, vitamin D-binding protein precursor and transferrin were down-
regulated in the HCC serum. [Conclusion] Proteomic analysis of serum using the ACN-pretreatment method can improve the

detection of proteins which were non-specifically binding to the albumin. Abnormal expression of tetraiodo-L-thyronine ,
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proapolipoproteinin, vitamin D-binding protein precursor and transferrin in the serum are related to HCC.
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Fig.1 2-DE patterns of serum protein in patient with
HCC
A: Untreated with ACN; B: Pretreated with 30% ACN

FBBE R 22 57 KT 2 A (1-test P < 0.05), X247
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Table 1 Identification of the differentially expressed proteins

Protein Name

NCBInr Access No. PMF Score MS/MS Score Molecular mass(u) PI P value Abundance Ratio

Up-regulated
2il31615330 326
Proapolipoprotein gil 178775 94

Tetraiodo-L-Thyronine

Down-regulated
Vitamin D-binding protein precursor 2il32483410 665
Transferrin gil339486 73

213 68405.6 5.66  0.006 2.00
73 28943.9 545 0.02 2.05

480 54479.5 5.320.001 -2.2
56 16009.9 8.43 0.012 -2.3
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Fig.2 Mass spectrometric analysis of Vitamin D-binding
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