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Identification of Interaction Protein with FAMZ3A
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Abstract: [Objective] FAM3A (family with sequence similarity 3, member A) is a member belong to the
newly discovered FAM3 family. We conducted this study to search for interaction proteins with FAM3A. |[Method ]
FAM3A DNA was PCR-amplified and cloned to plasmid pGB and transferred to Y190 yeast. A yeast two-hybrid

screen in Y190 yeast strain of a human ¢cDNA library (contains most of the cytokins and signaling pathways) was

performed. A standard transformation procedure was used. Beta-galactosidase activity of clones was estimated using
X-Gal. Positive clones were amplified and linked to pACT2 plasmid. The interaction was confirmed by cotransformation

of FAM3A and the TSSK4 into Y190 yeast. [Result] A potential binding protein was identified. Isolation and sequence

analysis of the interacting spectrum clone revealed that FAM3A was binding to a testis-specific serine/threonine
kinases (TSSK4), a member of the TSSK family that might have a role in sperm differentiation and/or subsequent
sperm functions during maturation, capacitation, and fertilization. The re-introduction of the constructs into Y190
yeast has shown that cotransformation of FAM3A and TSSK4 into Y190 yeast activated expression of the lacZ
reporter genes in Y190 yeast, confirming the specificity of their interaction with FAM3A. [Conclusion] FAM3A

may be a potentional factor involving in the sperm functions and fertilization through interaction with TSSK4.
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A 650 bp band was observed on the PAG gel of the PCR
product. M ; Marker, F: FAM3A
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Fig.2 Result of the yeast two-hybrid
One positive clone was obtained. Sequencing and Genebank search have shown that the protein that interact with FAM3A in yeast was TSSK4

(NM-174944.2) , a protein involving in sperm differentiation and/or sperm functions during maturation, capacitation and fertilization
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