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Molecular Epidemiologic Analysis of Norovirus from
Food Poisoning Affairs in Guangzhou

WU Xin-wei', YANG Xia®>, JIANG Li-yun', SHEN Ji-chuang', XIE Hua-pin',
LI Xiang-zhong', WU Ye-jian', LIU Yu-fei', GAO Guo-quan®
( 1. Guangzhou Center f or Disease Control and Prevent ion, Guangzhou 510080, China; 2. Department of
Biochemistry, Zhongshan School of Medicine, SUN Yat-sen Univérsity, Guangzhou 510080, China )

Abstract: [Objective] To study the molecular epidemiological characters of the Norovirus from food poisoning
affairs in Guangzhou City. [Methods] Fecal specimens from 76 patients with acute gastroenteritis from 5 outhreak
sites from October to December 2003 were collected. Norovirus was detected from the specimens by reverse
transcription polymerase chain reaction (RT-PCR) and the PCR products were purified and sequenced. The
sequences were analyzed by comparing to GenBank and the phylogenetic tree was created. [Results] Thirty-six in
76 specimens were detected positive. Five representative sequences (DX1106, PY1106, HM1121, PY1202, and
HD1219) were obtained from 5 outhreak sites, respectively. The homological rate between these representative
sequences were 35%~85% except that of DX1106 and PY1202 was 100%. They belonged to same genogroup (GII)
but different genotypes, DX1106 and PY1202 belonged to GII-3, HM1121 and HD1219 belonged to GII-4, but
PY1106 remained uncertain. [Conclusion] Norovirus was detected in the food poisoning affairs in Guangzhou City.

Genogroup Il was the prevalence but the genotypes were widely distributed.
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Fig.3 The phylogenetic tree analysis of Norovirus
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