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Abstract:[Objective] To establish the cell lines with stable silencing BIRC7 gene expression by RNAi in T-
lymphoblastic leukemia Jurkat cell line. [Methods] The vector of pSilencer 4.1-CMV neo was used to construct
BIRC7 shRNA which could express shRNA targeting BIRC7 in Jurkat cell line. BIRC7 shRNA was transfected into
Jurkat cells by the lipofectamine and the cells stably expressing the shRNA were selected by G418. BIRC7 mRNA
and protein in the Jurkat cell line were detected by multi RT-PCR and Western blot analysis. [Results] Two Jurkat
stable transfected cell lines were successfully selected. Compared with the negative control cells, multi RT-PCR and
Western blot showed the expression of BIRC7 mRNA and protein were downregulated >70% and >60%
respectively. The Jurkat cell line transfected with BIRC7 shRNA was decreased in the growth speed, prolonged in
the time to double cell number. The apoptosis rate was increased in the cell lines transfected with BIRC7 shRNA.
[Conclusions] The results showed that stable transfection with BIRC7 shRNA recombinant vector could effectively
knockdown the expression of BIRC7 gene, and verified that RNAi was a powerful tool in research of BIRC7
function. BIRC7 would be a latent target in T-lymphoblastive/lymphoma leukemia therapy.
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Fig.1 The vector of pSilencer 4.1-CMV neo (left) and its expressing BIRC7 shRNA structure
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showed two right products
1: Digested by BamH I and EcoR I ; 2: Digested only by BamH I .
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Fig.3 BIRC7 mRNA expression in the three groups
of Jurkat cell lines
M: Marker; GAPDH: Positive control; 1: Transfected cell
lines by BIRC7 shRNA; 2: Transfected cell lines by pCMV; 3.

Untransfected cell lines.
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Fig.4 BIRCY7 protein expression in the two groups
of transfected Jurkat cell lines

B-Actin: Positive control; 1: Transfected cell lines by pCMV;
2 Transfected cell lines by BIRC7 shRNA.
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Fig.5 The growth curve for three groups of Jurkat
cell lines
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