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Abstract: [Objective] To study the alterations of gene expression between uterine leiomyoma tissues and
normal myometrium uterine tissues; to screen and clone the genes related to uterine leiomyoma.[ Methods] To compare
different genes expressed in 11 uterine lelomyoma tissues and normal myometrium uterine tissues by fluorescent
differential display reverse transcription polymerase chain reaction (FDD-RTPCR). Differentially expressed cDNA
fragments were cloned, sequenced, and analyzed in origin. And five of differentially expressed bands were analyzed by
RT-PCR. [Results] The expression of NO. 3, 5, 11, and 12 cDNA [ragments in uterine leiomyoma were differential.
NO.3 cDNA fragment was expressed in eight of uterine leiomyoma tissue (8/10), but in two of corresponding normal
myometrium tissue. NO. 5, 11, and 12 ¢cDNA fragments were expressed higher in uterine leiomyoma tissue than
matched myometrium. [Conclusion] During occurrence and development of uterine leiomyoma, expression of more
than one gene altered in uterine myometum, ulap8 gene may be expressed specially in uterine leiomyoma tissue.
ulapl4, ulap25, and ulap26 genes were expressed higher in uterine leiomyoma tissue than matched myometrium, it
may be related to the development of uterine leiomyoma.
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Fig.1 The differentially expressed ¢cDNA bands showed
on polyacrylamide gel electrophoresis of fluorescent
differential display

A:MEDNA marker: N:normal  myvometrium  tissue:Liuterine
leiomyoma: 717: combination of primer sets made of anchored primer
AP7 and arbitrary reverse primer ARPI7: 718: combination ol primer
sets made of anchored primer AP7 and arbitrary reverse primer
ARPIS.

B:M:DNA marker;  N:normal myometrimin tissue;  L:terine
leiomyoma; 917: combination of primer sets made of anchored primer
AP9 and arbitrary reverse primer ARP17; 918: combination of primer
sets made of anchored primer AP9 and arbiirary reverse primer
ARP18: The arrows indicated the bands of diflerentially expressed

¢DNA fragments
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M: DNA maker(@X174 Hine [l digest): A~J: patient s number:

L: wterine leiomyoma: N: normal myometrium tissue
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Fig. 3 RT-PCR result of No.11
M: DNA maker(@X174 Hine [ digest): A~J: patient” s number:

L.: uterine letomyoma: N: normal myometnum tissue
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