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Overexpression of dinB in E. coli Can Significantly Reduce Cell Death Rate

Xl Yun!, XIAO Gang', WU Jian? LIN Mei- ling*
( 1.Department of Medical Laborotary, 2.Department of Stomatology, The Third Affiliated Hospital,
SUN Yat- sen University, Guangzhou 510630, China )

Abstract: Objective To study the biological significance and selection advantage of dinB gene in Escherichia
coli. Methods Determine the growth advantage of E.coli strains with and without dinB by using co- culture
competition strategy. Group 1 was E.coli AB1157 with pUC- dinB- rrnb + E.coli YG7207 with pUC- dinBR- rrnb;
Group 2 was E.coli AB1157 with pUC- dinB-rrnb + E.coli YG7207 with pUC- phoE- rrmb; Group 3 was E.coli
AB1157 with pUC- phoE- rrnb + E.coli YG7207 with pUC- dinBR- rrnb; group 4 is YG7207 + AB1157. Result In
group 4, the proportion between YG7207 and AB1157 was maintained at a stable level. In Group 1 and Group 2,
colonies of strain resistant against kalamycin reduced abruptly to 0. In Group 3, colonies of strain resistant against
kalamycin increase significantly. Conclusion  The reduction in mortality during the stationary phase is the main
reason leading to the growth advantage of dinB- overexpressing E. coli strains.
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