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Cloning, Expression and Sequence Analysis of Aldehyde Dehydrogenase Gene
from Clonorchis sinensis

WU De, WU Zhong-dao, XU Jin, HE Dong-gou, YU Xin-bing
( Department of Parasitology, Zhongshan Medical College, SUN Yat-sen University, Guangzhou 510080 , China)

Abstract: [ Objective ]To search and identify novel gene by screening the ¢cDNA library of adult Clonorchis
sinensis, clone the screened gene-Aldehyde dehydrogenase (ALDH) to the prokaryotic expression vectors and express
included protein.  [Methods] The ¢cDNA library of C. sinensis were screened by sequencing PCR products which
length was over 500 bp. The sequencing results were analyzed using the software of ORFfind, Clustal W ,NCBI
Conserved Domain Search, eic. to seek the ORF, phylogenesis and conserved domain. Besides , a pair of specific
oligonucleotide primers were designed and synthesized according to the ORF of ALDH gene. The ORF of ALDH
gene was amplified by PCR and then cloned into the target vector.The recombinants were identified and expressed,
the expressed products were identified by SDS-PAGE electrophoresis.  [Results] A novel ¢cDNA sequence coding
ALDH with a molecular mass of M,~52.564x10° , pI of 5.43, which is 1 467 bp and encode 489 AA residues, was
found from the ¢DNA library of C. sinensis. The recombinant plasmid pGEX-4T-1-ALDH was constructed and
expressed fusion protein.  [Conclusion] Identified a novel gene coding ALDH of C. sinensis, constructed its
prokaryotic expression vectors and expressed fusion protein successfully.
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Fig.1 Comparison of the C. sinensis ALDH amino-acid sequence with species ALDH sequences
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Fig.3 Identification of amplified product of ALDH gene
(10 ¢/L agrose gel electrophoresis)
Lane 1: Amplified product of ALDH gene; Lane M: DNA standard
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Fig.4 Identification of recombinat pGEX-4T-1-ALDH
digested with EcoR I and Xho I(10 g /L agose gel
electrophoresis)

MI1: DL2 000 markers;M2:DL15000 markers; Lane 1: Amplified
product of ALDH gene; Lane 2: Recombinant pGEX-4T-1-ALDH
digested with EcoR I and Xho I ; Lane 3: pGEX-4T-1-ALDH digested
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Fig.5 Identification of expression product from recom-

binant pGEX-4T-1- ALDH (120 g/L polypropylene
gel electrophoresis)
Lane M:The protein marker; Lane 1,2:Induced and uninduced
recombinant pGEX-4T-1-ALDH for 4 h respectively; Lane 3 ,4:
Induced and un-induced pGEX-4T-1 for 4 h respectively
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