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Constructing Human Mutant IDUA Gene by in Vitro Site-Directed Mutagenesis Technique Y U Hong-feng
ZENG Rui-ping. GE Chun-xi, LIN Qun-di. (Department of Medical Genetics, Sun Yat-sen University of Medical Sciences,
Guangzhou 510089, China)

Abstract; [Objective] The mutant IDUA gene (IDUA) ¢DNA was constcted in order to establish the foundation for in vitro
expression and further identification. [ Methods] Using double primer in vitro site-directed mutagenesis the mutation was induced
into the wild /DU A c¢DNA. [ Results] The mutant IDUA cDN A gene was successfully constructed, which was proved by PCR-SSCP
and sequencing. [ Conclusion] The mutant IDUA ¢DNA is going to be used for further analysis of the mutation; this site-directed mu-
tagenesis technique has the advantages of simplicity and high-efficiency.
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