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Studies on the Proteins Related to the Replica of Hepatitis C Virus Negative-Strand RNA  HUANG Kai-hong.
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Sun Yatsen University of Medical Sciences, Guangzhou 510120, China)

Abstract [Objective] To identify whether HCV NS5B and proteins in HepG2 cytoplasmic extracts bind specifically to the 3-
terminal sequences of HCV negative-strand or not for further study of the replica of HCV negative-strand [ Methods] UV-cross-
linking was used to detect the interaction of NS5B and proteins of HepG2 with the 3" terminal sequences of HCV negative strand, the
specificity of interaction was identified by using heterogeneous RNA and heterogeneous proteins as competitors in UV-cwss linking.
[ Results] NS5B and a host protein with appmw ximate molecular mass of 45 ku(P45)could specifically bind to the 3'-terminal sequen ces
of HCV negative-strand [Condusion] NS5B and P45 are two components of the replica of HCV negative-strand
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