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Schistosoma japonicum Mainland Strain: The Gene Expression Profile in Adult Worm WU Zhong-dao. YU
Xin-bing, XU Jing, LI Yan, LI Hui-ting, ZHOU Jun-mei, BAO Jun-ying, BIAN Guo-wu, ZHENG Yi-nan, SHAO Xiao,
PENG Zhai-yu. (Department of Parasitology, Zhongshan Medical College,. Sun Yat-sen University, Guangzhou 510080, China)

Abstract This paper summarized the results of the esearch on the gene expression profile in adult worm of Schistosoma japon-
icum (S. j) Mainland strain from 1998 to 2000, The main results are as follows: The EST approach has provided partial sequences of
551 cones Among them, 519 had been deposited in dbEST, which were grouped as 388 different ex pressed genes of S. j. Homolo-
gous searching for significant similarities to sequences deposited in schistosoma database of EMBL, and GenBank with the basic local
alignment search tool program (Blastn & Blastx) showed that 24 ESTs (6 19%) represented genes previously characterized in S. j,
18 ESTs(4. 64%) similar to the sequences of Schistosoma mansoni, 90 ESTs(23 19%) similar to the known gene of other species
except schistosome, these homologous genes included arginase gene, amidase gene, fibrillin genes actin gene, cytochrome ¢ oxidase
gene, disulfide isomerase gene, elongin gene, heat shock protein 70 gene, Y-box binding protein gene and DA D1 ( Defender Against
Apoptotic Death-1) gene etc. 256 ESTs(65. 98% ) of ESTs had no significant matches with sequences of schistosoma or other species
w hich were considered to be the unidentified genes or newly characterized genes of this organism For a further characterization of
those clones full-length sequencing of interesting clones w ere carried out Some novel S.j genes such as arginase, S. j Y-box bind-
ing pwotein and DAD1 genes had been cloned and sequenced their accession numbers were AF402615 AF367371 and AF333765 re-
spectively. The study provides the information about the gene expression profile in S. j adult worm, and adds the sequence data for
schistosoma genome database as well as screening of Schistosomiasis vaccine and drug development.
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