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The Effect of Human Cytomegalovirus on Erythroid Progenitor
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Abstract: [Objective] To investigate the effect of HCMV on the differentiation and proliferation of ery thri-
od progenitor, and its mechanism tentatively. [Methods) 15 samples of cord blood . with semi-solid CFU-E

hemo topoietic progenitor culture system, 3 concentrations of HCM'V AD169 were surveyed to determine the im-
pacton the CFU-E colony formation DNA and late mRNA with PCR and RT-PCR separetely in the colony
cells. [ Results] Compared with normal group » the decrease of the CFU-E colonies in HCM'V infection groups
was 11. 46 %5.21. 88%.34.45% ( P<Z0.05); shown that CFU-E is associated with concentration, the higher
the HCMV concentration, the more the CFU-E colony decrease. HCM V. DNA detectd in colony cells from three
viral infection groups was positive, but the tests of HCMV late mRNA were negative. [ Conclution] HCM'V AD

169 can directly infect erythroid progenitor and suppress its differentiation and proliferation. This suppression

may occur in the cells only with HCMV latency .
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