DOT :10. 134717j. crki. j. sun. yat “sen. wiv fned. sci ). 2000. 0041

104 (Acad JSUMS), 2000, 21(2); 104~ 107

N2 FE [N v [ 55 A1 e

( 1. ;2 . 510120)
NG | cDNA N |
(640 bp) puCI9 DH5a. N G
. 287 . 9 CAA
CGA, L] DN A
; . ; ., DNA
. R589.2 A . 1000— 257X (2000)02— 0104— 04

Cloning and Sequencing of Human Leptin Gene cDNA
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Abstract:[Objective] To construct the cDNA clone and analy ze the sequence of hum an leptin gene. [Meth-

ods] The full human leptin ¢cDNA fragment was amplified by reverse transcription polymerase chain reaction

(RT-PCR). The obtained fragment of 640 bp was inserted into pUCI19 vector and transformed to E. Coli

DH5a. The recombinant plasmid pUC19o0b was sequenced by dideoxy nucleotide chain termination method.
[Results] A full human leptin cDNA fragment was obtained, and a base substitution (A to G) of coding region

at the position 287 was detected leading to a replacement of glutamin by arginine. Its physiological significance

need further studying. [Conclusions] The human leptin gene cDNA clone was constructed by RT-PCR.
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Fig.5 Nucleotide and deduced amino acid sequence of human Lep ¢cDNA

The arrow head indicated a base substitution (A to G) of coding region at the position 287
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