DOT :10. 134717j. crki. j. an. yat “sen. wiv fred. sci ). 198. 0047

144 (Acad JSUMS), 1998, 19(2). 144~ 146

BERLRT 900 5 & 9/ B B H A AT SO0 BRI &

( ; . 510630)
: (HGV) 7/ . : 497
HGV RNA (RT PCR) 180 -HGV(ELISA) . :OHGV
/ 7.8% (3% 497). @QHGV / 18. 9% (10/ 53),
/ , P<<0.01. ® HGV RNA (16.0%. 12/75) (6. 4%, 27/
422), P<<0.01. @ / HGV / HGV . (P> 0.05).
© -HGV 12. 8% (23/180), 21.7% (5 23) HGV RNA . : @ HGV
. HGV . QHGV . ® -HGV HGV

’ ’ / H
R 512. 63
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Abstract Objective: To investigate prevalence of hepatitis G virus (HGV) co~/ super-infection with other hepatitis
viruses. Methods: Serum HGV RNA was detected in 497 cases of viral hepatitis with different etiology by RT PCR, of
which serum anti-HGV was also detected in 180 patients by ELISA . Results; (D The total co-/super-infection rate of
HGV was 7.8%(39/497) in all detected cases. @The co/ super-infection rate of HGV with HCV was 18.9% (10/
53), significantly higher than that of HGV with other hepatitis viruses. P<Z0.01. @HGV RNA was positive in 12 of
75 patients (16 %) with blood transfusion history, significantly higher than those without blood transfusion history (6.
4%,27/422). @There was no significant difference in liver functions tests between the groups of -/ super-infection
and non co~/ super-infection ( P=>0.05). ©Anti-HGV was detected in 23 of 180 patients(12.8% ), of which only 5
patients (21.7%) were both positive for anti-HGV and HGV RNA. Conclusions: (DA lthough blood transfusion may be
one of the most important routes for HGV transmission. other routes should also be considered. @The virulence of HGV
might be mild. @Anti-HGV might represent a marker of exposure to HGV rather than of active HGV infection.
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