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THE ANALYSIS OF HUMAN GENETIC POLYMORPHISM
WITH GENETIC ENGINEERING TECHNIQUES
AND THEIR APPLICATION

Wu Xinyao! Yang Yinghao! Luo Chaoquan'
Zhou Junyi’ Guo Junming' Luo Jianyang' Hu Xueqgiang® Wei Xiangcai®
g g

(1. Department of Biochemistry 2. Department of Neurology 3. Department of Parasitology,
Sun Yat-Sen University of Medical Sciences, Guangzhou, 510089)

The analysis of human genetic polymorphism has great significance for human genetics,
forensic medicine, and anthropology, etc. In recent years, the authors applied genetic engi-
neering techniques to analyse human genetic polymorphisms and obtained some desirable
achievements. Passing by the gene expression products, we directly studied the polymor-
phisms of DNA which is real hereditary material. This technique posseses some advantages,
such as exactitude, high discrimination, and is never affected by factors appearing in the pro-
cess of gene expression. So it is very valuable in gene-linked analysis, diagnosis of some ge-
netic diseases, disease-correlationship analysis, paternity testing, forensic individual-identi-
fication, and studying of anthropology, etc. The good social benefit have been obtained from
the practice.

Key words genetic engineering; DNA polymorphism; restriction fragment length poly-
morphism (RFLP); polymerase chain reaction (PCR)
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