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DETECTION AND TYPING OF THE GENOME OF
DENGUE VIRUSES BY NESTED POLYMERASE
CHAIN REACTION

Fang Meiyu Chen Huosheng Chen Cuihua Guo Huiyu

(Department of Microbiology Sun Yat-Sen University of Medical Sciences, Guangzhou, 510089)

The reverse transcription and polymerase chain reaction (RT-PCR) were to amplify a
fragment of the NS1 genes of dengue virus type 1,2,3 and 4 by using a universal primer set.
Dengue virus typing was then conducted by nested PCR by using 4 different internal
primers. With the universal primer set designed, the NS1 fragments about the size of 413bp
were amplified. With the 4 internal primers, NS1 fragments about the size of 262bp(den 1),
189bp (dem 2), 392bp(den 3), and 97bp(den 4) were amplified respectively. With this nest-
ed PCR method, direct typing of dengue viruses was performed in 21 serum samples collected
form dengue fever patients. The result showed that 18 sera were identified as type 1, and 2
sera as type 2. As the test can be completed within 2 days, it provides a useful method for
the rapid diagnosis of dengue fever.

Subject headings polymerase chain reaction; dengue virus/analysis; RNA, viral/
chemical synthesis; gene, viral



