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DETECTION OF mecA GENE OF METHICILIN
RESISTANT STAPHYLOCOCCUS AUREUS
FROM CLINICAL SPECIMENS BY
POLYMERASE CHAIN REACTION
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After DNA was extracted from clinical Specimens,a 623bp region of mecA gene of me-
thicillin resistant staphylococcus aureus (MRSA) was amplified by polymerase chain reaction
and detected by agarose gelelectrophoresis. PCR products were hybridized by Southern blot
method and detected by ECL3'-oligolabelling and detection system by using enhanced chemi-
luminescence. Results were compared with those from conventional culture method for MR-
SA. Of the 73 clinical specimens, 15 were MRSA positive by conventional culture method
and was mecA positive by PCR. One was mecA positive by PCR,but were MRSA negative by
conventional culture. In conclusion,the good specificity and sensitivity of the PCR method for
the detection of mecA gene employed here suggest the possibility of applification of this
method for detection of MRSA in clinical specimens.
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