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THE SCREENING AND IDENTIFYING OF
THE YEAST ARTIFICIAL CHROMOSOME CLONE
CONTAINING DYSTROPHIN GENE

Zhang Cheng' Chai Jianhua®

Liu Zhuolin' Gu Yanghong?®

(1 Department of Neurology, Sun Yat-Sen University of Medical Sciences, Guangzhou, 510080

2 The Genetic Institute of Fudan University)

The five YAC-DMD clones were screened from human YAC gene library and identified
with Southern hybridization using the complete probes of DMD c¢cDNA. The molecular
weight was 900kb, 800kb, 650kb, 450kb, and 450kb, respectively. These YAC-DMD

clones will be the source of supplying the specific region DNA in dystrophin gene, which is

the basis of studying the dystrophin gene structure and DMD pathogenesis.
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