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Genomic DNA were extracted from 20 bloodstain samples known HLA-DR serological

specificities. The second exon of HLA-DRB gene was amplified with primers covered about

277bp. The denatured PCR products were fractioned by 8% neutral polyacrylamide gel elec-

trophoresis. The DNA bands were visualized by silver staining. The results showed that 10

homozygote and 10 heterozygote samples had different electrophoretic patterns. For a given

specificity of HLA-DR,the single strand electrophoresis pattern was able to be repeated and
stable in experimental batches. The advantages of the PCR-SSCP for HLA-DRB genotyping

are simple, rdapid, and economic. With this method the radicactive reagents and restriction

enzymes are not required.
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