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The restriction fragment length polymorphisms (RFLP) of sixteen restriction endonuc-

leases in GgPD gene were identified by using Southern blotting. Fifteen endonucleases were

found no changes except for EcoR [ . The results of 39 cases of normal individuals and

38 cases of GGPD deficients for G6PD gene digested by EcoR ] showed that 20%

indiv-

iduals revealed 7.0 kb band, one GgPD deficient was 6.0 kb band, which were different
from the abroad reports. The origin and significance for these fragments were discussed in

this paper.
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