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DIRECT AMPLIFICATION OF HCV RNA GENOME

Gao Zhiliang Yao Jilu

(Department of Infectious Diseases,the Third Affiliated Hospital Sun Yat-Sen
University of Mecdical Sciences Guangzhou,510630)

0.5% 2-mercaptoethanol was added to samples of serum or urine,then the samples were
heated at 95°C for 15min. After centrifugation for 5min,the supernate was directly used for
reverse transcription of HCV RNA into ¢cDNA. Then a nested PCR was performed using the
Perkin Elimer Cetus DNA Thermal Cycler. Comparied with acid guanidium thiocyanate phe-
nol chloroform (AGPC) extraction,the present method had a similar positive detection rate
for HCV RNA.
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