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AMPLIFICATION AND DETERMINATION
OF HEPATITIS B VIRUS SEQUENCES
IN SERUM POSITIVE TO ANTI-HBc AND THE
NICK TRANSLATION TO GENERATE DNA PROBE

Lu Ling Yao Jilu Peng Wenwei Huang Yangsu

(Department of Infectious Diseases The 3rd Affiliated
Hospital Sun Yat-sen University of Medical Sciences. Guangzhou,510089)

Four oligonucleotides from the C ORF of the HBV genome and co-conserved by adr,
adw and ayw subtype were used as paired or nested primers in polymerase chain reaction to
amplify HBV DNA in serum characterized by a single marker anti-HBc positive. Two prod-
ucts one 428 bp another 664 bp, were determinated, both sharing a Bgl T restrictive site and
homologous to a **P labelled oligonucleotide probe. By this technique HBV DNA was de-
tected in 8 out of 42 chronic hepatitis and 2 out of 12 healthy carriers.
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