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THE CLONING ISOLATION AND IDENTIFICATION
OF PARTIAL GENE FROM GLUCOSE-6-
PHOSPHATE DEHYDROGENASE
VARIANTS—=TAIWAN-HAKKA

Xu Weiming

Hua Xijaoyun

Chen Luming

Du Chuanshu

(Department of Medical Genetics)

The genomic DN A was prepared from two cases of glucose-6— phosphate dehydrogen-
ase variants——Gd( — YTaiwan-Hakka subjects. Fractions of genomic DNA complete diges-
ted with EcoR ] and ligated into Agt10 EcoR | site. The recombinant phages were packa-
ged in vitro to generate two genomic libraries. Twelve positive clones were obtained by
screening of libraries with *?P radiolabeled G6PD c¢cDNA. Four of them were verified by

further hybridization with the probe. Phage DNA was prepared from two clones. The ins-

erted DN A fragments originally from libraries were isolated, identified, and subcloned into

M13 vectors for sequencing. This is the first time to finish gene libraries construction of

Gd( - YTaiwan-Hakka in China, which is necessary for identification of mutationin GgPD

deficiency.
Key words GgPD variants; vector Agt10; SMR 10 system; in vitro packaging;
gene cloning; gene subcloning
< ARk

Z 5 RN B NK 5 PRI E MDA K SEJ

41408 SOD = &

REERE RBWW ZO

R YR

WHE AN Al

CRMAEBEETE)
XA EKARGEK, R W (MDA); BALYE kR (SOD)

b8 R363 123

R R T L RE R, AT N di
ML T F N /MR NK 75 8 A5 {k. CBA/N
ANREE23~25g, EXBI, 4N WA =96, X
BAn=6, [°"BEEIE EFH. HFR(X+0D
T: ONK i #: (*I-UR B % ). Xt R 4A
38,3+ 1.8, W {#k#A23.1+1.8,t= 14.66,P<C0.001,
@ 1% MDA ¥ B (nmol/ml), ¥4l 7.42+3.7,
B g4l 8.70 £ 3.0, £=2.988, P<0.05, @ 4 fig

o WE?}#‘%;}M%&E%EW 2]

SOD & & (ug/mIRBC), X 41 120,77 + 66.58,
N HA252.62 + 47.90, t=4,176, P<{0.01, %
REH]: BGNESE MDA BE¥in, MDA A4
iR ER MBI EE, ALR NK 350320 8k
HHAHR. LK SOD &5 A% m w2 4 % 3k
MDA Himéy—F R4 42 KV, B5 NK 2
X RARFE—-BFET,



