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DIRECT GENOTYPING OF CHLAMYDIA TRACHOMATIS IN
CLINICAL SAMPLES BY PCR-RFLP METHODS

Wang Dingyan! Guo Huiyu'! Luo Xianling® Jang WenLing®? Li Zhihuai

(I Department of Microbiology, Sun Yat-sen University of Medical Sciences, Guangzhou, 510089
2 Guangdong Provincial Institute of Geriatric M edicines Guangzhou, 510080)

Five hundred clinical samples from urogenital infection patients were simply pretreated by boiling for 10
min and screened for chlamydia trachomatis plasmid PCR. One hundred positive samples tested by plasmid
PCR were subjected to PCR for Omp—1 gene amplification, seventy eight samples were found positive by direct
Omp-1 PCR while 22 direct Omp-1 negative samples became positive by the nested Omp-1 PCR. The ampli—-
fied Omp-1 genes were treated with restriction enzymes Alul, Hinf I, Ddel and Cfol and the digested frag-
ments were run on polyacrylamide gel with silver staining. Genotypes of Chlamydia trachomatis in the 100
clinical samples were identified by analysis of their restriction fragment length polymorphisms. The results
showed that the genotype E was the most prevalent types found in the urogenital infection patients in our
study, accounting for 4Pb (47/100) and the next prevalence was the genotype F 160 ( 16/100). Both geno-
types Da and G made up &% (6/100),both genotype Ba and D were 3% (5/100),and genotype H and K each
was Bo (1/100). Mixed genotypes K/F were found in 20 and mixed genotypes D/Jand E/G occurred in 1% .
Nine samples were not identifiable because their RFLP patterns did not correspond to that of any of the 18 C.
Trachomatis serovars tested in this study-
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