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AMPLIFICATION OF LATENT MEMBRANE PROTEIN GENE
OF EPSTEIN-BARR VIRUS FROM NASOPHARYNGEAL
CARCINOMA CELL LINE SUNE
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Wang Huimin®> [i Manzhi

(I Department of Microbiology, Sun Yat-sen University of Medical Sciences, Guangzhou, 510089 2 Cancer Institute)

Latent membrane protein( LM P;) gene of Epstein-Barr virus( EBV ) was amplified from propagated na-

sopharyngeal carcinoma(N PC)cell line SUN E by Expand™ High Fidelity PCR System. PCR products were i—
dentified by agarose gel electrophoresis analysis and DN A dot blot hybridization. The length of the amplified

fragment was 3. 43 kb, corresponding to EBV gene coordinates 170 033 nt to 166 608 nt of Bysg cell, containing

LM P, gene promoter/enhancer region, the coding sequence(3 exons and 2 introns) and poly A signal. We be—

lieved that the amplification of entire LM Pi gene was valuable to study further the structure and function of

LM P; gene and its possible mechanism contributed to the occurrence and development of N PC.

Subject headings nasopharyngeal neoplasms/genetics; herpesvirus 4, human/genetics; genes, virus /

genetics; viral matrnx proteins /biosynthesis



